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BAA91568 634 aa linear PRI 22-FEB-2000 

unnamed protein product [Homo sapiens] . 

BAA91568 

g7022355 

BAA91568.1 GI:7022355 

locus AK001230 accession AK001230. 1 

human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (sites) 

Isogai,T., Ota,T., Hayashi,K., Sugiyama,T., Otsuki,T., Suzuki, Y., 
Nishikawa, T. , Nagai,K., Sugano,S., Shiratori , A. , Sudo,H., 
Wagatsuma, M. , Hosoiri,T., Kaku,Y., Kodaira,H., Kondo,H., 
Sugawara,M., Takahashi, M. , Chiba,Y., Ishida,S., Murakawa,K., 
Ono,Y., Takiguchi, S . , Watanabe,S., Kimura,K., Murakami, K., 
Ishii,S., Kawai,Y., Saito,K., Yamamoto,J., Wakamatsu, A, , 
Nakamura,Y., Nagahari,K., Masuho,Y., Ninomiya,K. and Iwayanagi,T. 
NEDO human cDNA sequencing project 
Unpublished (2000) 

2 {residues 1 to 634) 
Isogai,T. and Otsuki,T. 
Direct Submission 

Submitted ( 16-FEB-2000) Takao Isogai, Helix Research Institute, 
Genomics Laboratory; 1532-3 Yana, Kisarazu, Chiba 292-0812, Japan 
{E-mail : genomics @hri. co. jp, Tel : 81-4 38-52-3951, Fax : 81-4 38-52-3952 ) 
NEDO human cDNA sequencing project supported by Ministry of 
International Trade and Industry of Japan; cDNA full insert 
sequencing: Research Association for Biotechnology; cDNA library 
construction, 5'- & 3 '-end one pass sequencing and clone selection: 
Helix Research Institute (supported by Japan Key Technology Center 
etc.) and Department of Virology, Institute of Medical Science, 
University of Tokyo. 

Location/Qualifiers 

1. . 634 

/organism="Homo sapiens " 
/db_xref="taxon: 9606" 
/clone="NT2RM2001544" 
/cell_line="NT2" 
/cell_type= n teratocarcinoma" 
/clone_lib="NT2RM2 " 

/note="cloning vector: pME18SFL3; mRNA from uninduced NT2 
neuronal precursor cells." 
1. . 634 

/name="unnamed protein product" 
1. .634 

/coded_by="AK001230 . 1 : 24 . . 1928 " 

lvpatnyi ytplnqlkgg tivnvygvvk ffkppylskg tdycsvvtiv dqtnvkltcl 
sgnyealp iiykngdivr fhrlkiqvyk ketqgitssg fasltfegtl gapiiprtss 
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121 kyfnfttedh kmvealrvwa sthmspswtl 
181 Ikvwdgtrtp fpswrvliqd lvlegdlshi 
241 iyslhtklqs mnsenqtmls lefhlhggts 
301 qhsdvicqse pddsfpssgs vslyevercq 
361 riraklrsyk prrlfqsvkl hcpkchllqe 
421 skiwttknqk grkvavhfvk nngilplsne 
481 edlelldlsa pfliqgtihh ygckqcsslr 
541 vfvmtftldd gtgvleaylm dsdkffqipa 
601 pwlecfiksy nvtngtdnqi cyqifdttva 



Iklcdvqpmq yfdltcqllg kaevdgasfl 
hrlqnltidi Ivydnhvhva rslkvgsflr 
ygrgirvlpe snsdvdqlkk dlesanltan 
qlsatiltdh qylertplca ilkqkapqqy 
vphegdldii fqdgatktpv vklqntslyd 
clllieggtl seicklsnkf nsvipvrsgh 
siqnlnslvd ktswipssva ealgivplqy 
sevlmdddlq ksvdmimdmf cppgikiday 
edvi 
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Query Match 99 8% . 

Best Local Similarity 99*8%' 
Matches 633; Conservative ' 

1 



Score 3317; DB 4 • 
Pred. No. 4.2e-265; 
0; Mismatches i ; 



Length 634 
Indels 



uuucb 1; mdels 0; Gaps 

121 KYPNFTTEDHKMVEALRWASTHMSPSWTLLKLCDVQ^ 

18! LKVWDGTRTPFPSWRVLIQDLVLEGD^HIHRLQNLT^ ^ 

-1 lYSLHTKLQSMNSENQTMLSLEFHLHGGTSYGRGIRVLP^ 30 0 

301 QHSDVICOSEPnnQPDocr^ciror 
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MIMMIMIIIiinillllll IMIIII HMIIIMIIIMIHI MINIMI | | 
MSLVPATNYIYTPLNQLKGGTIVNVYGWKPFKPPYLSKGTDYCSWTIVDQTNVKLTCL 60 

LFSGNYEALPIIYKNGDIVRFHRLKIQVYKKETQGITSSGFASLTFEGTLGAPIIPRTSS 120 

1IMMMIIMMIMMIMM I I I I M I I I I I I M I I I I M I 

LFSGNYEALPIIYKNGDIVRFHRLKIQVYKKETQGITSSGFASLTFEGTLGAPIIPRTSS 120 
KYFNFTTEDHKMVEALRVWASTHMSPSWTLLKLCDVQPMQYFDLTCQLLGKAEVDGASFL 180 

M I I I I I I I I I I M II I i M J I I I I i I M M I I I ! f N I j I I I F M I I I I I I I I 

KYFNFTTEDHKMVEALRVWASTHMSPSWTLLKLCDVQPMQYFDLTCQLLGKAEVDGASFL 180 

LKVWDGTRTPFPSWRVLIQDLVLEGDLSHIHRLQNLTIDILVYDNHVHVARSLKVGSFLR 24 0 
I HI II MMMMMMMMM MIMM MM MMMIMMMMMMIMMI 
LKVWDGTRTPFPSWRVLIQDLVLEGDLSHIHRLQNLTIDILVYDNHVHVARSLKVGSFLR 240 

IYSLHTKLQSMNSENQTMLSLEFHLHGGTSYGRGIRVLPESNSDVDQLKKDLESANLTAN 300 

INI MM MMMI M MMMM MMMMMMMM MUM 

IYSLHTKLQSMNSENQTMLSLEFHLHGGTSYGRGIRVLPESNSDVDQLKKDLESANLTAN 300 

QHSDVICQSEPDDSFPSSGSVSLYEVERCQQLSATILTDHQYLERTPLCAILKQKAPQQY 360 
I IMM MMMMMMMMM MMIM MMMMMMMIMMMMMMM 
QHSDVICQSEPDDSFPSSGSVSLYEVERCQQLSATILTDHQYLERTPLCAILKQKAPQQY 360 

RIRAKLRSYKPRRLFQSVKLHCPKCHLLQEVPHEGDLDIIFQDGATKTPDVKLQNTSLYD 4 20 

I I I M I M I M I I M I M I I M M I I I I II I I I I I M M I M I M I II I II I II I II II I 

RIRAKLRSYKPRRLFQSVKLHCPKCHLLQEVPHEGDLDIIFQDGATKTPDVKLQNTSLYD 4 20 
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SKIWTTKNQKGRKVAVHFVKNNGILPLSNECLLLIEGGTLSEICKLSNKFNSVIPVRSGH 
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